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GFP Knockout HEK293T Cells (L00022).
> 82K (R I $2 fE JE F CRISPR/Cas9 4 A 1t MSL2 2 [l i Bk 19 /53 K (L09880 pLenti-MSL2-sgRNA) . 18 7 & (L09881 MSL2
Knockout Lentivirus). HEK293T4H it (L09882 MSL2 Knockout HEK293T Cells). HEK293T ik i 41 fitd ftI RIPA 24 fi# 7% (L09883
MSL2 Knockout HEK293T RIPA Lysate). HEK293 T FR 4 il f¥1 Trizol 22 fi# ¥ (L09884 MSL2 Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MSL2 55167 BC032719 NM 018133
About the gene
Official Symbol MSL2
Previous Symbol RNF184; MSL2L1
Official Full Name | MSL complex subunit 2
Synonyms FLJ10546; KIAA1585; msl-2
Location 3q22.3
Gene Type protein_coding
Uniprot ID Q9HCI7
Pathway/Library Ubiquitin Ligases Genes Library
Component of histone acetyltransferase complex responsible for the majority of histone H4 acetylation at
lysine 16 which is implicated in the formation of higher-order chromatin structure. Acts as an E3 ubiquitin
Gene Summary liggse thaF prf)motes monoubiquitination of.hist(.)ne‘H2B.at 'Lys-35' (HZBK34UP), put pot that f)f H2A.
This activity is greatly enhanced by heterodimerization with MSL1. H2B ubiquitination in turn stimulates
histone H3 methylation at 'Lys-4' (H3K4me) and 'Lys-79' (H3K79me) and leads to gene activation,
including that of HOXA9 and MEIS1. MSL2 HUMAN,Q9HCI7
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g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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